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o Human labels are scarce e Fork early: far apart. Fork late: close. ° People agree, In two studies
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Study 2: across references Agreement (%) by label gap

Which pair shows two images that are more similar to each other?
Compare the two images within each pair.
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Which pair shows two images that are more similar to each other?
Compare the two images within each pair.
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© pifiusion labels itself
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Far apart if diverged long ago. For intuition only.
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